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Bacterial	
  pathogenesis:	
  Evolution	
  of	
  diversified	
  
host-­‐targeted	
  effectors	
  from	
  a	
  widely-­‐spread	
  

bacterial	
  toxin/antitoxin	
  system	
  
 

Type	
  IV	
  secretion	
  systems	
  inject	
  effector	
  proteins	
  into	
  host	
  cells	
  	
  
The goal of the work in our laboratory is to investigate persistent bacterial infections at the molecular level. Our focus is on 
bacterial effector proteins injected into the host cells by type IV secretion systems. These effector proteins alter targeted 
signaling pathways and the physiology of the host cells, which means that the bacteria can then survive in the host.  
Bartonella	
  and	
  Brucella	
  as	
  modal	
  organisms	
  for	
  type	
  IV	
  secretion	
  
We are studying the closely related pathogens Bartonella and Brucella, which cause chronic bacterial infections of varying 
severity in humans and animals. Their type IV secretion systems contribute decisively to establishing persistent infection 
and are therefore particularly suitable for our experiments in cell cultures and animal models.  
From: http://www.biozentrum.unibas.ch/research/groups-platforms/overview/unit/dehio/ 
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