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Regulating the dynamics of RNA-protein
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Ribosome biogenesis is a complex process that involves not only the componenets of the ribosome
(rRNAs and r-proteins), but also a multitude of transacting factors that chaperone the biogenesis process
and modify the rRNA. In eukaryotes, moreove the two pre-subunits need to be exported to the cyoplasm
to be full matured. The laboratory of Markus Bohnsack is studying the translacting factors in this dynamic
process. He has developped powerfull methods to study the interaction of these transacting factors with
the pre-rRNA in yeast and in human cells.
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